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Wood-decaying fungi have traditionally been ex- Preliminary results indicate that the pro-
plored through sporocarp inventories. Nowadays  s;mpling at Four Norway portion of ECM fungi in the sampled de-
molecular techniques enable also investigation  lor3m spruce logs in cay logs was minor (Fig. 1). Proportion

intervals | natural forest

of cryptic species. In boreal forest soil, ectomy- | in Southern Finland

corrhizal (ECM) fungi inhabit various habitats,

of ECM fungi increased during the wood
decomposition (Table 1). Succession and

including decayed wood. We were interested to | increase in fungal diversity was also noted
see the proportion of ECM fungi in the fungal Polypores DNA from (Fig. 2). As expected, the pyrosequencing
community inhabiting decaying wood. We also sporocarp saw-dust approach gave higher estimates of fungal
. . inventor A X .
wanted to compare DGGE (denaturing gradient Y diversity than DGGE fingerprinting or
gel electrophoresis) fingerprinting to 454-pyro- DGGE ) 454 sporocarp inventory (Table 2). However,
. . , sequencin,; - . .
sequencing as a method for fungal community of dominaﬂt bandf pyrosequencing ~ DGGE analysis revealed the dominant
description. . Samples 1-8 - Samples -8 wood-inhabiting species (Fig. 3).
(see Table 2) (see Table 2)
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Fig. . Decay wood-inhabiting fungi classified by (a) polypores sporocars and saw-dust DNA samples were analyzed at |-or Decay class 5 (nighly decomposed)
phylum and (b) proposed ecology. (c) ECM fungal 3-m intervals. DNA method used for fungal identification was PCR-
species detected.The figures are based on the pre- DGGE and sequencing.

liminary pyrosequence data. Table I. Distribution of ECM fungi between the logs, which pre-

a) DGGE data sented different decay classes. Result is based on the preliminary
5 pyrosequence data.
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DGGE and 454-pyrosequencing in eight investigated samples.

Fig. 3. Decay wood-inhabiting fungi found by (a) DGGE analysis
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